the ADF group reveals that most homology is exhibited with yeast cofilin (44% identity, 83% similarity) and least homology with starfish depactin (22% identity, 72% similarity). In addition, the pig cofilin actin and phosphoinositide-binding domain (Trp1n4-Le~'28) shows 52% identity (96% similarity) with the corresponding maize sequence (Trp'"-Le~l'~). Although the biological activity of the ZmABPl protein has yet to be determined, the sequence comparisons suggest that the protein will have actin-binding properties.
